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FtsZ-mt2 consensus2 Map.MPD (1 > 1423) Site and Sequence Page 1 

Enzymes: 50 of 502 enzymes (Filtered) 

Settings: Circular, Certain Sites Only, Standard Genetic Code 

EcoRV 
I 

GATGGCGATATCCCGCATGAMGCTGCGGCGATGGCGCTGCTACGTGCCCGCCAGACCTCCCAGTCCGCCACTCA 
CTACCGCTATAGGGCGTACTTTCGACGCCGCTACCGCGACGATGCACGGGCGGTCTGGAGGGTCAGGCGGTGAGT 

Het Ala He Ser Arg Met Lys Ma Ala Ala Met Ala Leu Leu Aro Ala Aro Gin Thr Ser Gin Ser Ala Thr Gin 

Pst I 

Pvu II Taq I 

ACACCTCGCCTTCTCTACTGMGCCACTGATGCTGCAGCTGCCGCGTTACGCATGGGCTTTAAAAAGGCTCGAAA 
TGTGGAGCGGAAGAGATGACTTCGGTGACTACGACGTCGACGGCGCMTGCGTACCCGAAATTTTTCCGAGCTTT 

His Leu Ala Phe Ser Thr Glu Ala Thr Asp Ala Ala Ala Ala Ala Leu Arg Het Gly Phe Lys Lys Ala Arg Lys 



Taq I 

l 

AGACGAGGATGGCGGTGTGAMGTGGGGCTGGAGGCAGAGCCCGATTCACCMCAGATGTGAGCGCCGTTTCGAC 
TCTGCTCCTACCGCCACACTTTCACCCCGACCTCCGTCTCGGGCTAAGTGGTTGTCTACACTCGCGGCAAAGCTG 

Asp Glu Asp Gly Gly Val Lys Val Gly Leu Glu Ala Glu Pro Asp Ser Pro Thr Asp Val Ser Ala Val Ser Thr 

Sac I 
I 

GCCAGTAGTAGAGAAGMGCTCGTGCCGCCAGCCATGAGCTCCACACAGCCACTTTGGCTCACACAGGACCATCC 
CGGTCATCATCTCTTCTTCGAGCACGGCGGTCGGTACTCGAGGTGTGTCGGTCAAACCGAGTGTGTCCTGGTAGG 

Pro Val Val Glu Lys Lys Leu Val Pro Pro Ala Met Ser Ser Thr Gin Pro Leu Trp Leu Thr Gin Asp His Pro 



225 



300 



TGTGACAGACCTGTCGGGCTTTGCACCGAAGATTGTGGTGGTTGGCGTCGGAGGAGCTGGAGGAAATGCGGTGAA 
ACACTGTCTGGACAGCCCGAAACGTGGCTTCTAACACCACCAACCGCAGCCTCCTCGACCTCCTTTACGCCACTT 

Val Thr Asp Leu Ser Gly Phe Ala Pro Lys He Val Val Val Gly Val Gly Gly Ala Gly Gly Asn Ala Val Asn 
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Page 2 

FtsZ-mt2 consensus2 Map.MPD (1 > 1423) Site and Sequence 

Sau3A 

BssH II Pst I Blp I 

II l 

CAACATGATC GCG CGCGGCC TGCAGGGTGTGGftGTTTCTTGTTTGCAACACGGATGCTCAGCACTTACGCACGAC t r n 

450 

GTTGTACTAGCGCGCGCCGGACGTCCCACACCTCAAAGAACAAACGTTGTGCCTACGAGTCGTGAATGCGTGCTG 

Asn Met He Ma Arg Gly Leu Gin Gly Val Glu Phe Leu Val Cys Asn Thr Asp Ala Gin His Leu Arg Thr Thr 



GCTGACGGAGMCCGCGTTCAGATGGCTCCTGAATTGACTGGAGGACTGGGCTGTGGCGCTMCCCCGAAGTTGG 
CGACTGCCTCTTGGCGCAAGTCTACCGAGGACTTAACTGACCTCCTGACCCGACACCGCGATTGGGGCTTCAACC 

Leu Thr Glu Asn Arg Val Gin Met Ala Pro Glu Leu Thr Gly Gly Leu Gly Cys Gly Ala Asn Pro Glu Val Gly 



CCGAGAGGCGGCAGAGGCCGCGATTGATGAGATTTTGGAGCGCGTTCAGGGTGCAMCATGATGTTTGTTACTGC 
GGCTCTCCGCCGTCTCCGGCGCTAACTACTCTAAAACCTCGCGCAAGTCCCACGTTTGTACTACAAACAATGACG 

Arg Glu Ala Ala Glu Ala Ala He Asp Glu He Leu Glu Arg Val Gin Gly Ala Asn Met Met Phe Val Thr Ala 

Sac I 
I 

GGGTATGGGTGGCGGMCAGGTACAGGTGCAGCACCCGTCATTGCTCAGGCTGCCJTAGATGCTGGTATCCTCAC 
CCCATACCCACCGCCTTGTCCATGTCCACGTCGTGGGCAGTAACGAGTCCGACGGAATCTACGACCATAGGAGTG 

Gly Met Gly Gly Gly Thr Gly Thr Gly Ala Ala Pro Val He Ala Gin Ala Ala Leu Asp Ala Gly He Leu Thr 



CGTAGCTGTCGTTACTMGCCGTTCCGGTTTGAGGGMCMCCGJGCAAAGCTTGCGGCACMGGCCTCGCTGA 
GCATCGACAGCAATGATTCGGCAAGGCCAAACTCCCTTTGTTGGCACGTTTCGAACGCCGTGTTCCGGAGCGACT 

Val Ala Val Val Thr Lys Pro Phe Arg Phe Glu Gly Asn Asn Arg Ala Lys Leu Ala Ala Gin Gly Leu Ala Glu 

Sad 
I 

ACTGAAGGATAGCGTCGATACGATGCTTGTGATCCCGMC^ 

TGACTTCCTATCGCAGCTATGCTACGAACACTAGGGCTTGGTTTTGAACAAGTTGTACAGTTTACTCGCGTGGAG 
Leu Lys Asp Ser Val Asp Thr Met Leu Val He Pro Asn Gin Asn Leu Phe Asn Met Ser Asn Glu Arg Thr Ser 
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Page 3 

FtsZ-mt2 consensus2 Map.MPD (1 > 1423) Site and Sequence 



GTTGATGGACGCATTCAGMTGGC6GACAATGTGCTTCTGGACGGTGTCMGAACATTTCGGATTTGATGGTGAT 
CAACTACCTGCGTMGTCTkcCGCCTGTkCACGMGACCTGCCACAGTTCTTGTAAAGCCTAAACTACCACTA 

Leu Met Asp Ma Phe Arg Met Ma Asp ten Val Leu Leu Asp Gly Val Lys Asn He Ser Asp Leu Met Val Met 



GCCTGGGCTCATTAACCTTGACTTTGCGGATGTTCMTCGGTCATGCAAAATATGGGAAACGCTATGATGGGAAG 
CGGACCCGAGTMTTGGMCTGAAACGCCTACAAGTTAGCCAGTACGTTTTATACCCTTTGCGATACTACCCTTC 
Pro Gly Leu He Asn Leu Asp Phe Ala Asp Val Gin Ser Val Met Gin Asn let Gly Asn Ala Met Met Gly Ser 

Nail 
l 

TGGAGAGGCCGATGGAGAGAATCGGGCTCTGCGTGCTGCTGAAGATGCATTGGCGAACCCTCTTCTGGGTGATAT 



ACC TCTC CGGC T ACCTCTCTTAGCCCG AGAC GC ACGACG ACTTC TACGT AAC CGC TTGGGAGAAGAC CCAC TATA 
Gly Glu Ala Asp Gly Glu Asn Arg Ala Leu Arg Ala Ala Glu Asp Ala Leu Ala Asn Pro Leu Leu Gly Asp He 



1050 



TaqI . Sau3AI 

I I 

TTCGATTMGGACGCCAAGGGCATGATCGTTMTATCACGGGAGGCTCCGACCTGACGCTATTTGAAGTTGATGA 

MGCTMTTCCTGCGGTTCCCGTACTAGCMTTATAGTGCCCTCCGAGGCTGGACTGCGATAMCTTCAACTACT 
Ser He Lys Asp Ala Lys Gly Met He Val Asn He Ik Gly Gly Ser Asp Leu Thr Leu Phe Glu Val Asp Glu 

Bipl Sau3AI TaqI TaqI 

I i i i 

GGCTGCTGAGCGTGTGACGCGGGAACTTGATGATCCACACGCCAACATCATCTTCGGTTCGACCTTCGACGACTC 
CCGACGACTCGCACACTGCGCCCTTGAACTACTAGGTGTGCGGTTGTAGTAGAAGCCAAGCTGGAAGCTGCTGAG 

Ala Ala Glu Arg Val Thr Arg Glu Leu Asp Asp Pro His Ala Asn He lie Phe Gly Ser Thr Phe Asp Asp Ser 
Afl III 
Mlul 

GCTGGGCGGCMGCTACGCGTCTCCGTGGTTGCCACTGGTATTGCCGACCCCGACMGTTATAGAAGCCGTGATG 
CGACCCGCCGTTCGATGCGCAGAGGCACCAACGGTGACCATAACGGCTGGGGCTGTTCAATATCTTCGGCACTAC 

Leu Gly Gly Lys Leu Arg Val Ser Val Val Ala Thr Gly lie Ala Asp Pro Asp Lys Leu 1 
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Page 4 

FtsZ-mt2 consensus2 Map.MPD (1> 1423) Site and Sequence 



TTGGCCAGTATCMAGCGTMGCAGGGGMTGA 

AACCGGTCATAGTTTCGCATTCGTCCCCTTACTGTGGATTACTGCACTMCGAGTTCTTTAGAGATGTTAAACTT 



Clal 

Taq I Sau3A I 

I l 

GTGGCATCGATGTCTCCACGCACCCGCGCGTGCTGATCGGATTGGTATTATACGGACTGCTTCATACTTAGTT < 

CACCGTAGCTACAGAGGTGCGTGGGCGCGCACGACTAGCCTMCCATAATATGCCTGACGMGTATGMTCAA ' 
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FIGURE 2A 
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Source Organism (organelle) GenBank Accession No. 



(mt) 
-mt2 



SEQ ID NO: 11 Agrobacterium turaefaciens 

SEQ ID NO: 12 Sinorhizobium melilote 

SEQ ID NO: 13 Bartonella clarridgeiae 

SEQ ID NO: 14 Rickettsia prowazekii 

SEQ ID NO: 15 Caulobacter crescentus 

SEQ ID NO: 16 Cyanidioschyzon raerolae 

SEQ ID NO: 4 Phytophthora infestans 

SEQ ID NO: 17 Malloraonas splendens (mt) 

SEQ ID NO: 2 Phytophthora infestans -mtl 

SEQ ID NO: 18 Gentiana lutea (cp) 

SEQ ID NO: 19 Nicotiana tabacum (cp, 2-1) 

SEQ ID NO: 20 Arabidopsis thaliana (cp, 2-1) 

SEQ ID NO: 21 Physcomitrella patens (cp, 1) 

SEQ ID NO: 22 Physcomitrella patens (cp, 2) 

SEQ ID NO: 23 Guillardia theta (cp) 

SEQ ID NO: 24 Mallomonas spendens (cp) 

SEQ ID NO: 25 Anabaena PCC7120 

SEQ ID NO: 26 Synechocystis PCC6803 

SEQ ID NO: 27 Arabidopsis thaliana (cp, 1 

SEQ ID NO: 28 Pisum sativum (cp) 

SEQ ID NO: 29 Nicotiana tabacum (cp, 

SEQ ID NO: 30 Nicotiana tabacum (cp, 

SEQ ID NO: 31 Nicotiana tabacum (cp, 

SEQ ID NO: 32 Nicotiana tabacum (cp, 

Bacterial FtsZ 1 



1) 



1-3) 
1) 

1-1) 
2) 



030992 

P30327 

AAD31718 

Q9ZCQ3 

P52976 

BAA85115 

this invention 

AAF35432 

this invention 

T51088 

T51087 

T49028 

T51089 

T51090 

CAB40398 

AAF35433 

CAA83241 

P73456 

Q42545 

T06774 

CAB89287 

CAB41987 

CAB89286 

AAF23770 



50 



SEQ ID NO 
SEQ ID NO 
SEQ ID NO 
SEQ ID NO 
SEQ ID NO 



11 PRITVFGVGGGGGNAVNNMITVGLQGVDFWANTDAQALTMT . 

12 PRITVFGVGGGGGNAVNNMITAGLQGVDFWANTDAQALTMT . 

1 3 PRITVFGVGGGGGNAVNNMINAGLQGVDFWANTDAQALAMS . 

14 PTITVFGVGGAGSNAVNNMIHANLQGANFWANTDAQSLEHS . 

1 5 PRIWFGVGGAGGNAVNNMIEAGLEGVEFWANTDAQQLQFA . 



. KADRVIQLGVNVTEGL 
. KAERI IQMGVAVTEGL 
. KAERVIQLGAAVTEGL 
.LCINKIQLGVSTTRGL 
. KTDRRIQLGVQITQGL 



Mitochondrial FtsZ 

SEQ ID NO: 16 PRIMWGVGGAGGNAVNNMIASSLPGVEFLVANTDAQALKMS . .LCPNRIQLGASLTEGL 
SEQ ID NO: 4 PKIVWGVGGAGGNAVNNMIARGLQGVEFLVCNTDAQHLRTT . . LTENRVQMAPELTGGL 
SEQ ID NO: 17 PKICVFGVGGGGCNAVNNMIARKLSGVEFVCANTDAQHLSTC . .LTENKLQLGKESTQGL 

SEQ ID NO: 2 AS QLEGVEFIVANTDCQALGRS . .LAPHKITLGKDITKGL 

Chloroplast FtsZ 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



ID NO: 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 



18 AKIKWGVGGGGSNAVNRMIESAMKGVEFWIVNTDVQAIKMSPVYLENRLQIGQELTRGL 

1 9 AKIKWGVGGGGSNAVNRMIESSMKGVEFWIVNTDIQAMRMSPVAAEQRLPIGQELTRGL 

20 ARIKVIGVGGGGSNAVNRMIESEMSGVEFWIVNTDIQAMRMSPVLPDNRLQIGKELTRGL 

21 AKI KVIGVGGGG SNAVNRMLE SEMQGVE FW I VNT DAQAMAL S PVP AQNRLQI GQKLTRGL 

22 AKIKVIGVGGGGSNAVNRMLESEMQGVEFWIVNTDAQAMALSPVPAQNRLQIGQKLTRGL 

23 CVIKVIGVGGGGGNAVNRMVG.GVEGVEFWSINTDAQALSRS. . LAPNTCNIGAKLTRGL 

24 GVELWWNTDAQALSRS . . SAKRRLNIGKVLSRGL 

25 ANIKVIGVGGGGGNAVNRMIESDVSGVEFWSINTDAQALTLA. . GAPSRLQIGQKLTRGL 

26 AKIKVIGVGGGGCNAVNRMIASGVTGIDFWAINTDSQALTNT. .NAPDCIQIGQKLTRGL 

27 ARIKVIGVGGGGNNAVNRMISSGLQSVDFYAINTDSQALLQFSA. . ENPLQIGELLTRGL 

28 AKIKWGIGGGGNNAVNRMIGSGLQGVDFYAINTDAQALLHSAA. .ENPIKIGELLTRGL 

29 AKIKVIGVGGGGNNAVNRMIGSGLQGVDFYAINTDAQALLQSAA. . ENPLQIGELLTRGL 

30 AKIKVIGVGGGGNNAVNRMIGSGLQGVDFYAINTDAQALLQSAA. .ENPLQIGELLTRGL 

31 AKIKWGVGGGGNNAVNRMIGSGLQGVDFYAVNTDAQALLQSTV. .ENPIQIGELLTRGL 

32 AKIKWGVGGGGNNAVNRMIGSGLQGVDFYAVNTDAQALLQSTV . . ENPIQIGELLTRGL 



FIGURE 2A 
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110 



SEQ ID NO 

SEQ ID NO 

SEQ ID NO 

SEQ ID NO 

SEQ ID NO 



1 1 GAGSQPEVGRAAAEECI DE 1 1 DHLNGTHMC FVTAGMGGGTGTGAAPVVAQMRNKG I LTV 

12 GAGSQPEVGRAAAEECIDEIIDHLQGTHMCFVTAGMGGGTGTGAAPIVAQAARNKGILTV 

13 GAGALPEVGRAAADECIDEIIDHLADSHMVFITAGMGGGTGTGAAPVVANAAREKGILTV 

14 GAGASPEVGALAAQESENEIRSSLENSNMVFITAGMGGGTGTGSAPIIARIAKELGILTV 

15 GAGAHPEVGMSAAEESFPEIGEHLDGAHMVFITAGMGGGTGTGAAPIIAKCARERGILTV 



Mitochondrial FtsZ 



SEQ ID NO 

SEQ ID NO 

SEQ ID NO 

SEQ ID NO 



16 GAGARPDIGRAAAEEAYETLKREFRGVHLLFVTAGMGGGTGTGAAPIIARAAAELGCLTV 
4 GCGANPEVGREAAEAAIDEILERVQGANMMFVTAGMGGGTGTGAAPVIAQAALDAGILTV 

17 GCGANPESGRRAAEESKEEIARYIADANMVFITAGMGGGTGTGAAPVVAEVCMEKDILTV 
2 GAGSKPELGKRSAEQQKVDIQRMLQDSNMLFITGGMGGGTCTGAAPWASVARELGILTV 



Chloroplast FtsZ 



SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 

SEQ ID 



NO 
NO 
NO 
NO 
NO 
NO 
NO 
NO 
NO 
NO 
NO 
NO 
NO 
NO 
NO 



18 GAGGNPDIGMNAAKESKEAIEEAVYGADMVFVTAGMGGGTGTGGAPVIAGIAKSMGILTV 

19 GAGGNPDIGMNAANESKQAIEEAVYGADMVFVTAGMGGGTGTGAAPIIAGTAKSMGILTV 

20 GAGGNPEIGMNAARESKEVIEEALYGSDMVFVTAGMGGGTGTGAAPVIAGIAKAMGILTV 

21 GAGGNPEIGCSAAEESKAMVEEALRGADMVFVTAGMGGGTGSGAAPIIAGVAKQLGILTV 

22 GAGGNPEIGCSAAEESKAMVEEALRGADMVFVTAGMGGGTGSGAAPIIAGVAKQLGILTV 

23 GAGGNPEIGRKAAEESRDLIAEAVSAGDLVFVTAGMGGGTGSGAAPIVAEVAKEMGCLTV 

24 GAGGNPAIGAKAAEESREEIMAWKNADLVFVTAGMGGGTGSGAAPWAECAKEAGALTV 

25 GAGGNPAIGQKAAEESRDEIATALEGADLVFITAGMGGGTGTGAAPIVAEVAKEMGALTV 

26 GAGGNPAIGQKAAEESRDEIARSLEGTDLVFITAGMGGGTGTGAAPIVAEVAKEMGCLTV 

27 GTGGNPLLGEQAAEESKDAIANALKGSDLVFITAGMGGGTGSGAAPVVAQISKDAGYLTV 

28 GTGGNPLLGEQAAEESKEAIANALKGSDLVFITAGMGGGTGSGAAPVVAQISKEAGYLTV 

29 GTGGNPLLGEQAAEESKEAIANSLKGSDMVFITAGMGGGTGSGAAPWAQIAKEAGYLTV 

30 GTGGNPLLGEQAAEESKEAIANSLKGSDMVFITAGMGGGTGSGAAPVVAQIAKEAGYLTV 

31 GTGGNPLLGEQAAEESKEHIANALKGSDMVFITAGMGGGTGSGAAPVVAQIAKEAGYLTV 

32 GTGGNPLLGEQAAEESKEHIANALKGSDMVFITAGMGGGTGSGAAPVVAQIAKEAGYLTV 



Bacterial FtsZ 120 



170 



SEQ ID NO 

SEQ ID NO 

SEQ ID NO 

SEQ ID NO 

SEQ ID NO 



Mitochondrial FtsZ 



11 GWTKPFHFEGGRRMRLAEQGIEELQKSVDTLIVIPNQNLFRIANDKTTFADAFAMADQV 

12 GWTKPFHFEGGRRMRIADQGISDLQKSVDTLIVIPNQNLFRIANDKTTFADAFAMADQV 

13 GWTKPFQFEGARRMKTAEAGIEELQKSVDTLIVIPNQNLFRIANEKTTFSDAFAMADQV 

14 GWTKPFHFEGGHRMKTADKGLIELQQFVDTLIVIPNQNLFRIANEQTTFADAFKMADDV 

15 GWTKPFHFEGRHRMRLADSGIQELQRYVDTLIVIPNQNLFRVANERTTFAEAFGMADQV 



SEQ ID NO 
SEQ ID NO 
SEQ ID NO 
SEQ ID NO 
Chloroplast 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 

ID NO 



16 AWTKPFHFEGMIRMKTAEQGIVELTEHVDTMLVIPNQNLFKVASPRTSFLDAFRLADHV 
4 AWTKPFRFEGNNRAKLAAQGLAELKDSVDTMLVIPNQNLFNMSNERTSLMDAFRMADNV 

17 AWTKPFSFEGKHRARLANEGIRSLEDRVDTLIIIPNQNIFKLINASTSMADAFGLADDI 
2 GWSTPFRSEGPNRTRLANAGVKELAKYVDTLIWPNQNLLALADKSTTMLEAFRYADDV 

FtsZ 

18 GIVTTPFSFEGRRRAVQAQEGIAALRDNVDTLIVIPNDKLLTAVSPSTPVTEAFNLADDI 

19 GIVTTPFSFEGRRRAVQAQEGIAALRENVDTLIVIPNDKLLTAVSPSTPVTEAFNLADDI 

20 GIATTPFSFEGRRRTVQAQEGLASLRDNVDTLIVIPNDKLLTAVSQSTPVTEAFNLADDI 

21 GIVTTPFAFEGRRRAVQAHEGIAALKNNVDTLITIPNNKLLTAVAQSTPVTEAFNLADDI 

22 GIVTTPFAFEGRRRSVQAHEGIAALKNNVDTLITIPNNKLLTAVAQSTPVTEAFNLADDI 

23 GWTKPFAFEGKRRMQQANDAILNLRNKVDTLIVVSNDKLLQIVPDNTPLQDAFSVADDI 

24 GWTKPFGFEGRKRMQQARNAILEMKDKVDTLIWSNDKLLKIVPDNTPLTEAFLVADDI 

25 GWTRPFVFEGRRRTSQAEQGIEGLKSRVDTLIIIPNNKLLEVIPEQTPVQEAFRYADDV 

26 GIVTRPFTFEGRRRAKQAEEGINALQSRVDTLIVIPNNQLLSVIPAETPLQEAFRVADDI 

27 GWTYPFSFEGRKRSLQALEAIEKLQKNVDTLIVIPNDRLLDIADEQTPLQDAFLLADDV 

28 GWTYPFSFEGRKRSLQALEAIEKLQKNVDTLIVIPNDRLLDIADEQMPLQDAFRLADDV 

29 GWTYPFSFEGRKRSVQALEAIEKLQKNVDTLIVIPNDRLLDIADEQTPLQDAFLLADDV 

30 GWTYPFSFEGRKRSVQALEAIEKLQKNVDTLIVIPNDRLLDIADEQTPLQDAFLLADDV 

31 GWTYPFSFEGRKRSLQALEAIEKLQKNVDTLIVIPNDRLLDIADEQTPLQNAFLLADDV 

32 GVVTYPFSFEGRKRSLQALEAIEKLQKNVDTLIVIPNDRLLDIADEQTPLQNAFLLADDV 



FIGURE 2B 
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SEQ ID NO 
SEQ ID NO 
SEQ ID NO 
SEQ ID NO 
SEQ ID NO 



11 LYSGVACITDLMVKEGLINLDFADVRSVMREMARPMMGTGE. 

12 LYSGVACITDLMVKEGLINLDFADVRSVMREMGRAMMGTGE . 

13 LYSGVASITDLMIKEGLINLDFADVRSVMHEMGRAMMGTGE . 

14 LHAGVRGVTDLMIMPGLINLDFADIKAVMSEMGKAMMGTGE. 

15 LHSGVRSITDLMVLPGLINLDFADVRTVMTEMGKAMMGTGE . 



Mitochondrial FtsZ 



230 

. ASGPARAMQAAEAAI 
. ASGEGRAMAAAEAAI 
.ASGDGRALAAAEAAI 
.DSGEDRAIKAAESAI 
.GTAEDRALMAAQNAI 



SEQ ID NO 

SEQ ID NO 

SEQ ID NO 

SEQ ID NO 



16 LYSGVRSITDLMTVPGLINLDFADVRSWREMGRAMMGSGEVEMEAGNEERAIRASEAAI 
4 LLDGVKNI SDLMVMPGLINLDFADVQSVMQNMGNAMMGSGEAD .... GENRALRAAEDAL 

17 LLAGVKSITDLMVRPGLINLDFADVRTVMSGMGHAIMGTGQAE .... GEDRAIRAANDAL 
2 LLEGVKGVTDLIVRPGLINL 

Chloroplast FtsZ 

LRQGVRGISDIITIPGLVNVDFADVRAIMANAGSSLMGIGT 
LRQGVRGISDIITIPGLVNVDFADVRAIMANAGSSLMGIGT 
LRQGVRGISDIITIPGLVNVDFADVRAIMANAGSSLMGIGT 
LRQGVRGISDIITVPGLVNVDFADVRAIMANAGSSLMGIGT 
LRQGVRGI SDI I TVPGLVNVDFADVRAIMANAGSSLMGIGT 
LRQGWGISEIIVRPGLINVDFADVRSVMADAGSALMGIGT 
LRQGVVGITEIIVKPGLVNVDFADVRTIMGNAGTALMGIGH 
LRQGVQGI SDI I TI PGLVNVDFADVRAVMADAGSALMGIGV 
LRQGVQGI SDI I I I PGLVNVDFADVRAVMADAGSALMGIGV 
LRQGVQGI SDI I TI PGLVNVDFADVKAVMKDSGTAMLGVGV 
LRQGVQGI SDI I TIPGLVNVDFADVKAVMKDSGTAMLGVGV 
LRQGVQGI SDI I TI PGLVNVDFADVKAVMKDSGTAMLGVGV 
LRQGVQGI SDI I TIPGLVNVDFADVKAVMKDSGTAMLGVGV 
LCQGVQGISDIITIPGLVNVDFADVKAIMKDSGTAMLGVGV 
LCQGVQGISDIITIPGLVNVDFADVKAIMKDSGTAMLGVGV 

240 

ANPLLD.ETSMKGAQGLLISITGGRDLTLFEVDEAATRIREEVDP.DANIILGATFDEAL 
ANPLLD.ETSMKGAQGLLISITGGRDLTLFEVDEAATRIREEVDP.DANIILGATFDEEL 
ANPLLD.DTSMRGARGLLISITGGRDMTLFEVDEAANRIREEVDA.DANVIFGAIDDESL 
SNPLLD.HSSMCGARGVLINITGGPDMTLFEVDNAANRIREEVDNIDANIIFGSTFNPEL 
ANPLLD . EVSLKGAKAVLVNVTGGMDMTLLEVDEAANAISDQVDP . EANI IFGAAFDPSL 
Mitochondrial FtsZ 

SEQ ID NO: 16 CNPLLD . ETSLRGARGVLVNITGGTDMTLFEIDAAANRIREQVDP . DANI IFGSAFDASM 
SEQ ID NO: 4 ANPLLG.DISIKDAKGMIVNITGGSDLTLFEVDEAAERVTRELDDPHANIIFGSTFDDSL 
SEQ ID NO: 17 NNPLLGGDFSVRSAKGMLVNITGGKDLTLVEVDAAAQRITSEIEDEDANVIFGSSFDESL 

SEQ ID NO: 2 

Chloroplast FtsZ 



SEQ 


ID 


NO 


1 0 

18 


SEQ 


ID 


NO 


19 


SEQ 


ID 


NO 


20 


SEQ 


ID 


NO 


21 


SEQ 


ID 


NO 


22 


SEQ 


ID 


NO 


23 


SEQ 


ID 


NO 


24 


SEQ 


ID 


NO 


25 


SEQ 


ID 


NO 


26 


SEQ 


ID 


NO 


27 


SEQ 


ID 


NO 


28 


SEQ 


ID 


NO 


29 


SEQ 


ID 


NO 


30 


SEQ 


ID 


NO 


31 


SEQ 


ID 


NO 


32 


Bacterial 


FtsZ 


SEQ 


ID 


NO 


11 


SEQ 


ID NO 


12 


SEQ 


ID 


NO 


13 


SEQ 


ID NO 


14 


SEQ 


ID NO 


15 



. . ATGKTRARDAALNAI 
. .ATGKTRARDAALNAI 
. .ATGKSRARDAALNAI 
. .ATGKSRAREAALSAI 
. .ATGKSKAREAALSAI 
. .GSGKTRAQDAAVAAI 
. .GKGKNRAKDAALSAI 
. .SSGKSRAREAAIAAI 
. .GSGKSRAKEAATAAI 
. .SSSKNRAEEAAEQAT 
. . SSGKNRAEEAAEQAT 
..SSSKNRAEEAAEQAT 
..SSSKNRAEEAAEQAT 
. .SSSRNRAEEAAEQAT 
. .SSSRNRAEEAAEQAT 

290 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 
ID NO 



18 QSPLLD. 

19 QSPLLD. 

20 QSPLLD. 

21 QSPLLD. 

22 QSPLLD. 

23 SSPLLD. 

24 SSPLLD. 

25 SSPLLE. 

26 SSPLLE. 

27 LAPLIG. 

28 LAPLIG. 

29 LAPLIG. 

30 LAPLIG. 

31 LAPLIG. 

32 LAPLIG. 



IGIERATGIVWNITGGSDLTLFEVNAAAEVIYDLVDP. 
IGIERATGIVWNITGGSDLTLFEVNAAAEVIYDLVDP. 
IGIERATGIVWNITGGSDLTLFEVNAAAEVIYDLVDP. 
VGIERATGIVWNITGGSDMTLFEVNAAAEVIYDLVDP. 
VGIERATGIVWNITGGSDMTLFEVNAAAEVIYDLVDP. 
FPIEKARGIVFNITGGQDMTLHEINSAAEVIYEAVDS. 
FPITRAKGIVFNIVGGSDMSLQEINAAAEVIYENVDQ. 
CSIEGARGWFNITGGSDLTLHEVNAAAETIYEWDP. 
SSIQGAKGWFNVTGGTDLTLHEVNVAAEIIYEWDA. 
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FIGURE 3 
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